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Histone H3K36Me3 Monoclonal Antibody (RM155)
Item No. 32134

Overview and Properties                                                                                                                                                                                                                                                                                       

Contents: This vial contains 100 µg of protein A-affinity purified monoclonal antibody. 
Synonyms: Histone H3 (Lys36me3), Histone H3 (trimethyl K36), Trimethyl Histone H3 (Lys36), 

Trimethylated Histone 3 Lysine 36
Immunogen: A peptide corresponding to H3K36Me3
Cross Reactivity: (+) H3K36Me3; (-) Unmodified H3K36, H3K36Me1, H3K36Me2, H3K4Me1, 

H3K4Me2, H3K4Me3, H3K9Me1, H3K9Me2, H3K9Me3, H3K14Me2, H3K18Me1, 
H3K18Me2, H3K23Me1, H3K23Me2, H3K27Me1, H3K27Me2, H3K27Me3, 
H3K56Me1, H3K79Me1, H3K79Me2, H3K79Me3

Species Reactivity: (+) Vertebrates
Form: Liquid
Storage: -20°C (as supplied) 
Stability:	 ≥1	year
Storage Buffer: PBS with 50% glycerol, 1% BSA, and 0.09% sodium azide
Concentration: 1 mg/ml
Clone: RM155
Host: Rabbit
Isotype: IgG
Applications: Chromatin immunoprecipitation (ChIP), ELISA, multiplex-based assay, and  

Western blot (WB); the recommended starting concentration for ChIP is 2-10 µg/ml, 
0.2-1 µg/ml for ELISA, 0.1-0.5 µg/ml for multiplex-based assays, and 0.5-2 µg/ml for 
WB. Other applications were not tested, therefore optimal working concentration/
dilution should be determined empirically.
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Lane 1: Recombinant histone H3.3
Lane 2: Acid extracts of HeLa cells

WB of recombinant histone H3.3 and acid 
extracts of HeLa cells using Histone H3K36Me3 
Monoclonal An�body (RM155) at 2 µg/ml showed 
a band of H3K36Me3 in HeLa cells.
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ChIP Performed on HeLa Cells Using Histone H3K36Me3 Monoclonal 
An�body (RM155) (5 µg). Real-�me PCR was performed using primers 
specific to the gene indicated.

Histone H3K36Me3 Monoclonal An�body (RM155) specifically reacts to 
H3K36Me3. No cross reac�vity with unmodified H3K36, H3K36Me1, 
H3K36Me2, or other methyla�ons in histone H3.
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Description                                                                                                                                                                                                                                                                                             

Histone H3 is a nuclear protein and a component of the nucleosome core, a basic unit of chromatin, 
that is essential for organizing genomic DNA in eukaryotic nuclei.1 It is a globular protein that contains 
an unstructured N-terminal tail that extends outside of the nucleosome core and is subject to various  
post-translational modifications (PTMs), including methylation, phosphorylation, acetylation, and 
citrullination.1,2 Trimethylation of H3K36 is increased in the G1 and early S phases of the cell cycle where 
it	 binds	 to	 and	 recruits	 the	mismatch	 recognition	 protein	MutSα	 in	 preparation	 for	DNA	 replication	 and	
mismatch repair.3 H3K36 trimethylation is found in greater amounts on exons compared with introns in 
C. elegans, mouse, and human genome-wide maps of histone H3 tail methylations.4 The loss of H3K36 
trimethyl is correlated with poor prognosis in multiple cancer types while high levels increase expression 
of tumor suppressor genes.5 H3K36Me3 is negatively correlated with esophageal squamous cell carcinoma 
(ESCC) metastasis and positively correlated with increased survival in patients with ESCC. Cayman’s Histone 
H3K36Me3 Monoclonal Antibody (RM155) can be used for chromatin immunoprecipitation (ChIP), ELISA,  
multiplex-based assay, and Western blot applications. 
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